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From the editor 
 

By Maurizio Labbate 
  
Dear ASM members, 

Welcome to your last Syntrophy issue for the year! As we run up to 
the holiday season and end of 2022, we hope you get to enjoy some 
well earned time off and a restful break. A reminder we have the 
NSW-ACT Branch Christmas party on Wednesday the 7th of 
December at 6:30 pm at Hotel Harry’s in Surry Hills. We thank our 
Wishmed and Cepheid for sponsoring this event - please come along 
to enjoy some good company, food and a drink. We will also be 
celebrating the career of Tom Olma (Senior Scientist at Westmead 
and Pathology West) as he retires. Tom was a branch member for 15 
years including as Secretary for 5 and Chair for 3. 

Don’t forget Bugs by the Beach Symposium in Wollongong on the 9th 
of December. In 2023, we aim to launch a Clinical and Diagnostics 
SIG so please keep an eye out for this. We are reaching out to our 
clinical members to join the SIG and/or put forward ideas on what 
they’d like to see.  

This issue is jam packed with content including a Focus article and a 
report on our Goldsworthy Memorial Lecture which was beautifully 
presented by Prof. Si Ming Man from ANU. We also congratulate Si 
Ming for his 2022 Prime Ministers Prize for Science. Additionally, you 
will find ASM member profile Elissa Liew (from Royal North Shore 
Hospital) and an article from a UTS student undergraduate prize 
winner. 

Finally, see our Summer Student Research Award for eligible 
undergraduate students who are completing studies in Microbiology 
or related disciplines. We encourage students from all backgrounds 
to apply as the award will be assessed relative to opportunity. 

We wish all our members a wonderful holiday season and thank you 
for supporting ASM and our branch. We’d love to hear from you so 
please reach out if you’d like us to support one of your initatives. 

Best wishes, 

Maurizio 
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Focus Article 
 

Viral protein inhibitors and their targets:  
a fortuitous match 

 
Grace J.H. Yan1 
 
1School of Biotechnology and Biomolecular Sciences, University of New South Wales, Sydney, Australia 
 
There are at least 27 different viral families, encompassing more than 220 virus species, known to infect 
humans. Together, these viruses result in the loss of millions of lives each year and cause debilitating disease 
in many others. However, approved treatments are available for only a small fraction of these viruses (1). One 
of the reasons for this is because viruses are extremely dissimilar in areas such as viral proteins, host protein 
utilisation and replication strategies. This inevitably means that antiviral compounds typically have limited 
scalability against different viral targets.  

Given the extremely time and resource-intensive development process (13-15 years, US$2-3 billion), 
compound repositioning has long been a cost-effective starting point for drug discovery (6.5 years, US$300 
million) (2). In fact, the first antiviral agent, idoxuridine (thymidine analogue), was initially synthesised as a 
potential anticancer drug in the late 1950s and was intended to inhibit DNA synthesis (3). It was later 
repurposed (1963) as a topical treatment for herpesvirus keratitis due to its ability to inhibit herpes simplex 
virus replication and is still used today. Later (1982), a second antiviral agent, acyclovir (guanosine analogue) 
was also approved for the treatment of herpes simplex virus infections (1). Like idoxuridine, acyclovir’s 
antiviral properties were serendipitous. It was originally part of an intensive antiviral compound screening 
program and uncovered during a search for inhibitors of adenosine deaminase inhibitors (3). Acyclovir was 
one of the most successful antiviral agents discovered, with few side effects and remains in clinical use today. 

In the years since, advancements in our understanding of structural biology and function began to pave the 
way for an era of rationally designed drugs – compounds “engineered” to fit into an interaction site of the 
target protein to elicit a specific mechanism of action. An early example of this was the identification of the 
HIV-1 protease cleavage site between Phe-Pro on the HIV polyprotein and subsequent crystallographic studies 
which guided the development of a class of peptidomimetic HIV-protease inhibitors which mimic the natural 
HIV polyprotein cleavage site (3). The first of this class of compounds, saquinavir, was approved by the FDA in 
1995 and others followed shortly after (1). Skilful application of structural biology knowledge also guided the 
development of neuraminidase inhibitors such as Tamiflu and Relenza for the treatment of influenza. 

Despite these advancements, there is still an extremely high element of luck involved, at least, in the 
beginning. Most successful drug development programs begin with high-throughput screening, a brute-force 
approach where massive compound libraries are tested for the desired activity (commonly <1% will have 
putative activity). Compounds would then be subjected to ADMET (absorption, distribution, metabolism, 
excretion, and toxicity) profiling. Later, the best compounds would be further optimised, and structural 
biology knowledge guides this optimisation process (4).  

Good design takes time, and time is the scarcest resource of all. So, in times of crisis, we turn again to 
compound repositioning and hope that luck is on our side. During the 2014-15 Ebola virus outbreak, favipiravir 
(licensed for treatment of influenza in Japan) was used off-label to treat Ebola virus disease. Most recently, 
molnupiravir (originally developed to treat influenza) and remdesivir (developed for HCV, later repurposed for 
Ebola virus) received FDA authorisation for use against SARS-CoV-2 infection (5). 
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History has shown repeatedly that a little bit of luck goes a long way. As the spectacularly successful and 
inspiring Erik de Clercq puts it “The difficulty of translating specific inhibitors into effective drugs remains a 
major task for the medicinal chemist and ‘serendipity’, which has aided virologists on several notable 
occasions in the past, will likely still have a role to play in the future” (3). 
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About the author: 

Grace Yan is a PhD candidate under the supervision of Prof Peter White (School of Biotechnology and 
Biomolecular Sciences, UNSW) and A/Prof Renate Griffith (School of Natural Sciences, UTas). Her PhD work 
began in computer-aided antiviral discovery before meandering into virus molecular epidemiology. Grace 
looks fondly upon her earlier work in developing broad-spectrum non-nucleoside inhibitors against RNA 
viruses and wishes she had had more time, more money, and most importantly, more luck. 

  



Syntrophy   Volume 23 | Issue 4, 2022 | Page 4 of 17 
 

Event Reports 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

ASM NSW/ACT BRANCH 
Biofilm Special Interest Group

September | Speaker Series
2nd September, 2022

The September session featured two fantastic talks
that focussed on antimicrobial compounds as anti-
biofilm agents. PhD candidate Kate Browne (UNSW)
demonstrated the clinical efficacy of her novel
peptidomimetic compounds for the treatment of
biofilm infected medical devices. A/Prof Jyl Matson
(U. Toledo) ran through the vigorous process of
screening hundreds of potential antimicrobial
compounds as agents against Streptococcus mutans
biofilm.

The September session also featured an exciting
opportunity for Biofilm SIG members. Specifically, the
SIG had liaised with the Asia-Pacific Biofilm 2022
conference organising committee, and secured 20x
FREE registrations for online conference attendance
(valued at $118 USD). In addition to this, several
Biofilm SIG members represented Australian Biofilm
research at the Asia-Pacific Biofilm 2022 conference;
Dr Heema Vyas (USYD), A/Prof Jim Manos (USYD),
Dr Anahit Penesyan (MQ), A/Prof Scott Rice (CSIRO),
Prof Mark Wilcox (UNSW) – And many more!

Overall, the September session was an absolute joy
and success, with the event attracting 32
in-person attendees, and 36 attendees joining us
online. We would also like to sincerely thank our Gold
tier sponsor, BMG Labtech, for supporting this event
and the Biofilm SIG.

If you missed the September session, please join us in
December (1st December., 6-7:30pm) with talks by
Dr Matthew Malone (WSU) and Dr Michael Radzieta
(WSU) and Prof Cynthia Whitchurch (Quadram
Institute).

Lastly, if you would like to join the ASM NSW/ACT
Branch Biofilm SIG, please contact Dr Heema Vyas.
Follow the #BiofilmSIG on Twitter @Biofilm_SIG for
updates!

Written: Dr Heema Vyas
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The Goldsworthy Memorial Lecture 2022 
By Laurence Luu 

 
October 19th saw the successful return of NSW/ACT 
ASM’s first major in person event since COVID-19: 
the 2022 Goldsworthy oration dinner. Held 
biennially (but postponed 2020 and 2021 due to the 
pandemic), the event is a plenary seminar given by a 
distinguished microbiologist to honour the life and 
achievements of Dr Neil Ernst Goldsworthy (1897-
1960), an eminent Australian microbiologist who 
was instrumental in establishing the Institute for 
Dental Research in Sydney, and campaigned 
strongly for water fluoridation and the importance of 
oral health. 

This year, over 40 microbiologists gathered at the 
Sydney Masonic Centre over food to celebrate the 

work and achievements of Professor Si Ming Man from the John Curtain School of Medicine, Australian 
National University. Si Ming presented his work over the years investigating the innate immune response to 
infectious diseases.  

Si Ming started the presentation with his initial foray into microbiology characterising the inflammatory 
response to Campylobacter concisus in inflammatory bowel diseases. This sparked his curiosity into 
understanding how bacterial pathogens trigger inflammation which formed the basis for his PhD work in 
examining how mammalian cells sense different pathogens through inflammasomes. Si Ming then shared with 
us his postdoc work in characterising guanylate-binding proteins (GBP) which localise to and rupture 
intracellular bacteria. He then highlighted some of his ongoing work. and collaborations including harnessing 
GBP proteins as novel antimicrobial treatments, how emerging pathogens such as Clostridial septicum induce 
inflammation and the role of pathogen recognition receptors in cancer. 

Throughout the presentation, Si Ming highlighted and acknowledged the many strong female mentors he has 
had over his career including Prof Hazel Mitchell (UNSW), Professor Clare Bryant (University of Cambridge) 
and Dr Thirumala-Devi Kanneganti (St. Jude Children’s Hospital) and his ambition to mentor the next 
generation of scientists.  

The NSW-ACT ASM branch congratulates Prof Si Ming Man on all his achievements and thanks him for 
delivering an insightful and inspiring Goldsworthy lecture. 
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About Dr Neil Goldsworthy 
 
Dr Neil Goldsworthy graduated in 1921 from the University of Sydney. He then 
went on to complete a diploma in public health and a Doctor of philosophy from 
the University of Cambridge. He was appointed as Senior Lecturer in 
Bacteriology at the University of Sydney in 1931 with a particular interest in 
dental carriers and the oral microorganisms involved including Streptococci 
and Lactobacilli species. In 1946, he established the Institute for Dental 
Research in Sydney and was the founding director. In 1956, he successfully 
campaigned for the introduction of water fluoridation in Australia and 
continued to advocate for the importance of oral health until his passing in 1960. 
For more information on the life of Dr Neil Goldsworthy please see here. 

 
laurence.luu@uts.edu.au 
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ASM Members 

 

Get to know an ASM 
member! 

 Elissa Liew 
Technical Officer in the Molecular Microbiology Department at Royal North Shore 

Hospital 

“I sometimes sing and write science song parodies: The Beaker Song (to the tune of 
the Cup song), I Caught it That Way (The Backstreet Boys, I want it that way) and The Twelve Days of COVID 
aka A Cartridge for the MP (MP being the MagNA Pure 96 purification instrument).” 

Who are you and whats your role? 
I’m a Technical Officer in the Molecular Microbiology division of the Micro department at RNSH. I joined the 
team shortly after SARS-CoV-2 arrived in Australia and the need for respiratory pathogen testing went through 
the roof. At the time I was in the Serology division and, as someone who came from the PCR background, I was 
always hoping for an opening in the relatively small PCR team- I guess it took a global pandemic for that to 
finally happen!   

Walk us through your career path and any highlights you had along the way? 
It all started back in high school when I thought Personal Development, Health and Physical Education was my 
favourite subject but actually it was the science/health aspects I enjoyed - not the physical exercise. I did HSC 
biology then literally picked a degree that had the word ‘biology’ in it: a BSc in Molecular Biology and Genetics 
at USYD and thankfully, I enjoyed it! Microbiology was a compulsory 2nd year subject which I initially thought 
was dry and boring (HA HA!), but it got better - enough so that I did Honours in Microbiology under Nick Coleman 
and got a job as a Research Assistant in the Coleman/Andrew Holmes lab. I worked on a variety of projects 

including genetically engineering bacteria, bioremediation 
and gut microbiology; and contributed to several papers 
along the way. After 6 years in research, I decided to give 
Pathology a go, starting off in Bacteriology and now here I 
am in Molecular Microbiology. It’s been truly rewarding 
(albeit incredibly exhausting and overwhelming at times) to 
have played a part in the efforts to get through COVID and 
the PCR team here has been a joy to work alongside.             

What’s a day in your professional life like? 
A typical day in the lab is busy from the get go: prepping 
patient specimens, machine maintenance, operating 
multiple analysers, troubleshooting, result analysis and a 
whole lot of de-gowning/re-gowning between the 
unidirectional workflow rooms. It’s pretty easy to achieve a 
good daily step-count.  

Do you ever get bored at work? 
Not really. There’s always something to do, including opportunities for collaborative research projects or 
verifying a new protocol. For a short while we were enjoying a nice little lull in COVID case numbers, but the 
Christmas holiday period is a’coming and with it a predicted surge in case numbers…    

Is it difficult to have a good work/life balance? 
The nice thing about working in a pathology lab is that you don’t have to bring your work home. My hours vary 
between morning, afternoon and weekend shifts (overnight shifts are a thing of the height-of-pandemic-past!) 
and my boss is pretty good at accommodating the team’s weekend/weekday preferences so we all have time 
to do life.      

 

Tell us a little about being a 
member of the ASM. 

I joined ASM when my supervisor Nick 
encouraged our Honours cohort to, and 
attended several annual conferences as a lab 
group. Since moving from research into 
pathology, I’ve come to appreciate that being a 
member is a great way to keep in touch with 
the microbiology friends I made along the way, 
network and keep up-to-date on what’s going 
on in our local microbiology landscape. My 
favourite ASM event is the end of year get 
together because who doesn’t love a bit of 
food, drink and Christmas cheer.    
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Meet one of our newest ASM NSW-ACT 
Branch Members 

 

Dan Enosi Tuipulotu  
Research Fellow – John Curtin School of Medical Research, 

Australian National University 
Dan completed his PhD in Virology at UNSW in 2019 focusing on the development of 
small compound antivirals for Norovirus – the leading cause of acute gastroenteritis 
globally. His current research aims to uncover how guanylate binding proteins, a family 
of type I interferon inducible proteins, target and destroy intracellular bacteria to 
release ligands that can be detected by immune sensors to mediate pathogen 
clearance. Dan also uses high-throughput drug screening to discover novel activators 
and inhibitors of the innate immune system that could be used to treat infectious 
diseases. 

 

Student Prizes 
 
 
In this issue of Syntrophy, we are publishing the final winning article produced by a second year microbiology 
student (in the subject Antimicrobial Resistance) from the University of Technology Sydney.  
 
Courtesy of the Australian Society for Microbiology NSW-ACT Branch, winning articles received certificates 
and a $100 JB Hi- Fi voucher for their efforts. Students were asked to create a 2-page popular-science 
magazine-style article in Microbiology, selecting from one of three topic areas: invasive bacteria, the impact 
of archaea, or antimicrobial resistance. 
 
On the following pages, we present the winning article written by Keiran Lindsay on a novel approach to 
tracking antimicrobial resistance. Well done!  
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Blockchain: A Novel Approach to 
Tracking Antimicrobial Resistance? 
Blockchain generally evokes thoughts of cryptocurrencies like Bitcoin, Ethereum or even 
Dogecoin, but could it also be the next tool to fight antimicrobial resistance?

Antimicrobial resistance continues 
to pose a significant threat to global 
public health. It’s not a new threat; Sir 
Alexander Fleming, who won a Nobel 
Prize for discovering the first widely 
effective antibiotic, penicillin, warned 
in his Nobel Lecture of the risks of 
penicillin-resistant bacteria (Fleming 
1945). Unfortunately, as is usually the 
case with global health threats, low- 
and middle-income countries (LMIC) 
face the most significant challenges. 
Limited resources and funding put 
these countries at the greatest risk. 
Add to these issues the potential for 
political and social instability, poor 
regional relationships, and a higher 
proportional economic and health 
burden of communicable disease – it 
is a recipe for disaster, and not only 
for those countries. The proliferation 
and spread of resistant microbes 
presents a compounding global threat 
– resistant microbes don’t 
discriminate and as we have recently 
seen, keeping out infectious disease is 
a hard, one might even say futile, task. 

Before we delve into how blockchain 
can help, we first need to understand 
the antimicrobial resistance problem. 

So, what even is antimicrobial 
resistance? 
Antimicrobial resistance (AMR) is 
probably the most evident, 
contemporary illustration of evolution 
in action. It’s a fairly simple concept: 
bacteria with a genetic mutation 
giving them immunity from 
antibiotics survive, passing this 
favourable mutation onto the next 
generation and so forth. Imagine you 
have a sore throat due to a 
Streptococcus pneumoniae infection. 
Your doctor prescribes you a course 
of antibiotics. Yet, unfortunately for 
you, your S. pneumoniae are crafty 
little buggers, and a few mutate a 
resistance to the antibiotics (see box 
“Bacterial Evolution” as to how 

 

bacteria can be so crafty). Whilst their 
fellow bacteria perish, these resistant 
bacteria proliferate and grow. 
Luckily, your immune system 
outmanoeuvres and eliminates the 
invading bacteria, but not before you 
pass it to your partner who develops 
pneumoniae. Your partner is now 
suffering from pneumoniae, the cause 
of which is resistant to the antibiotics 
you were using. If they are lucky, the 
S. pneumoniae causing their condition
is not multidrug resistant, and an
alternative antibiotic can effectively
treat the infection.

AMR issues have become further 
aggravated by multidrug resistance 
(MDR). In the case of MDR, the 
bacterial strain has developed 

resistance to multiple different 
antibiotics, making it increasingly 
challenging to help fight the disease. 
Half a million new cases of MDR 
tuberculosis are diagnosed yearly 
(Majumder et al., 2020). 

Ultimately, with either AMR or MDR, 
we face bacterial diseases that require 
longer treatments, which are more 
expensive and have a lower likelihood 
of success. 

Well… what are we doing about it? 
The first solution that pops into most 
minds is to create new antibiotics. If 
we can outpace the bacteria by 
creating new antibiotics, it wouldn’t 
matter if they become resistant; we 
would just develop a new antibiotic. 
Unfortunately, it isn’t that simple. The 
“golden age” of antibiotic discovery 
has long gone. The period between 
1950 and 1970 saw the development 
of the majority of our current 
antibiotics. Since then, the discovery 
of new antibiotics has tapered off 
significantly. Screening for new 
antibiotic compounds is costly, 
requires significant time and has a 
relatively low return on investment 
compared to other life sciences. 

In 2010, the Infectious Disease 
Society of America launched an 
initiative aiming for the development 
of 10 new antibiotics by 2020. Whilst 
on paper a success, with the 
development and approval of 18 new 
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antibiotics, only high-income 
countries have approved the sale of 
the majority of the 18 new treatments 
(Outterson et al., 2022). Other 
programs are also looking into 
discovering and developing new 
treatments using supercomputers and 
artificial intelligence (Massachusetts 
Institute of Technology, 2020).  

The development of new antibiotics is 
not yet an entirely feasible approach 
to addressing AMR. It is also only one 
aspect of a multifaceted approach in 
tackling AMR. Working to address 
the cause of AMR directly is the 
concept of antimicrobial stewardship 
(AMS). First proposed in 2007 by the 
Infectious Diseases Society of 
America, AMS is an organisational or 
systems approach for the monitoring 
and correct use of antimicrobials to 
preserve their effectiveness (Ridge 
2013). Different levels of the 
healthcare system, from hospitals to 
the World Health Organisation 
(WHO), have AMS programs to help 
minimise AMR’s risk. 

Low- & middle-income countries: 
Effective AMS programs require 
robust surveillance systems to track 
and contribute to data that should then 
be accessible to the broader healthcare 
system. Poor health infrastructure, 
lack of experienced staff and limited 
resources & funding are fundamental 
barriers to LMIC implementing 
effective AMS programs. This state of 
affairs is worsened by poor 
communication between local, 
national, and global neighbours, 
which may hinder the ability to pre-
emptively take measures to reduce 
the impact of AMR outbreaks.     

One of the greatest challenges for 
LMIC is data collection and sharing. 
AMR data collection on the local, 
national, and global levels is vital for 
the early detection of resistant 
outbreaks and monitoring AMR 
trends. Lack of data prevents 
informed health and policy decision 
making and quick responses to 
emerging threats. Data also provides 
evidence for developing treatment 
guidelines to maximise the 
effectiveness of antibiotics and 
reduce 

the risk of developing AMR in the 
first place. 

Whilst a significant issue for LMIC, 
even high-income countries are faced 
with breakdowns in cross-border 
communications which may 
inadvertently result in the spread of 
AMR disease across borders.  

A blockchain solution: 
When blockchain is brought up in 
conversation, most people think of 
cryptocurrencies such as Bitcoin, 
funny apes or other artworks being 
sold online as NTFs. But don’t be 
fooled into this narrow view; the 
applications for blockchain are far 
more expansive than this. 

Blockchain is what is known as a 
distributed ledger technology. A 
blockchain is a string of blocks that 
are cryptographically linked so that it 
is impossible to change the block’s 
data without changing all subsequent 
blocks. As such, data held on these 
blocks is said to be immutable. In 
most blockchain applications, data is 
replicated and verified by a network 
of decentralised nodes. 

The appeal of blockchain for AMR 
applications lies in its reliability and 
transparency. Instead of costly and 
inconsistent internal information 
systems, health practitioners in LIMC 
could tap into a global consortium 
blockchain to record and access data.  

This form of blockchain gives health 
officials easy and affordable access to 
up-to-date data, which can be viewed 
across borders and regions where 
traditional information systems and 
communication streams break down. 
It could be as simple as opening a 
phone app to record an instance of 
AMR at a local hospital. All nearby 
and regional health officials would 
have immediate access to this data 
without relying on local or 
government-run systems.  

Challenges: 
While the use of blockchain solves 
numerous problems, such as access to 
data and sharing data across borders 
and regions, there are still numerous 
challenges that need to be addressed. 

These challenges are not unique to 
blockchain but reflect broader issues 
facing LIMC. The most significant 
problem is ensuring the quality of 
collected data. Underqualified staff, 
little government oversight or 
accreditation and poor testing 
infrastructure risk the integrity of the 
data being collected. We can only 
solve this problem by increasing 
funding and oversight of laboratories, 
hospitals, and training in LIMC.  

There is also the obvious question of 
who is going to fund and manage such 
a platform. The WHO, which already 
oversees the Global Antimicrobial 
Resistance and Use Surveillance 
System initiative, seems an obvious 
choice. Building a global data 
repository also requires that 
international uptake be an essential 
consideration. 

So, it still seems like a problem… 
Well, yes, tackling AMR, especially 
in LIMC will not be solved by any 
singular solution. However, by 
removing barriers involving data 
collection, storage and sharing, 
blockchain removes the burdens of 
these functions on countries who can 
then divert funds to bolstering other 
aspects of their response to AMR – 
like laboratory infrastructure and 
training. It also provides a reliable 
global platform, allowing all countries 
to track and share AMR trends, which 
can only improve early identification 
and outbreak prevention. 
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Kieran Lindsay 
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Upcoming Events 
 

  



Syntrophy   Volume 23 | Issue 4, 2022 | Page 13 of 17 
 

 

 
 

ASM
NSW-ACT BRANCH XMAS

PARTY

AUSTRALIAN SOCIETY FOR 
MICROBIOLOGY

Tickets @
https://www.tryboo
king.com/CEBVU

WHEN: Wednesday, DECEMBER 7, 2022 @ 6:30 pm

WHERE:  Hotel Harry – 44-40 Wentworth Ave, Surry Hills
COST: FREE for members, $20 for non-members

Food and some drinks provided!

Also, come celebrate the contribution of Tom Olma (Senior Hospital 
Scientist @ Westmead and Pathology West) to ASM as he retires. 
Tom was a branch member for 15 years including secretary for 5 
and Chair for 3. 

Our Xmas Party 
sponsor is Wishmed

Branch sponsor  
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Upcoming Awards 
 

We have up to 2 Summer Student Research Awards valued at $1500 each. 
 

Applications Due: COB 12th Dec 2022 
 

For more information and application form, please visit asm-nswact.org.au/awards/ 
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Image of the month*  
 

 
 

 
These images show a confluent monolayer of HaCaT cells infected with Vaccinia Virus expressing Cerulean 
Fluorescent Protein that localises to the nucleus, and were captured over a period of ~48 hours on a fluorescence 
microscope fitted with an incubator chamber. The resulting images have been segmented (Ilastik) and analysed 
(CellProfiler) to produce the plot on the left, a colour-coded map that reveals the movement of these infected 
cells over time. Image was supplied by A/Prof Timothy Newsome and Liam Howell, University of Sydney. 
 

 
* Syntrophy is now quarterly, but ‘image of the quarter’ just doesn’t sound as good….   
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Sponsors 
 

 
The ASM NSW-ACT Branch would like to proudly announce our corporate sponsors for 2022/2023. We look 
forward to working with bioMérieux and BD over the coming year to the benefit of our members. BD and 
bioMérieux have a long history of supporting our ASM NSW-ACT Branch. We thank them for that and look 
forward to the busy year ahead.  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


