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Dear ASM members, 

Welcome to the latest issue of Syntrophy! 

So much to talk about. First off, in this 
bumper month you get two issues of 
Syntrophy, this is the slightly delayed July 
issue hot on the heels of our AGM special. 
We hope to see many of you in attendance 
at the AGM (Hotel Harry, Wed Aug 15th) 
but to those who can’t make it, you’re still 
able to watch our Post-AGM guest 
speaker’s talk on our brand new YouTube 
channel, ASM NSW branch (see page #11). 
We understand that many of our members 
struggle to attend events because of their 
location, or work and family commitments; 
to address this, committee member Nick 
Coleman has launched a YouTube channel 
to stream talks to all our members. These 
talks are not saved and are only available in 
real time, so make sure you subscribe to 
our channel and tune-in on the night. Our 
Post-AGM speaker this year is Jeremy Barr 
(Monash University), who’ll be talking 
about his recent work on interactions 
between bacteria, phage and the gut: 
something for all microbiologists! We hope 
to bring you many more events in the 
future on this channel. 

As the AGM is this week, this is also your 
last chance to be nominated for the 
committee; we need diverse voices to 
provide value to our members, so if you 
want to have a say in what we do, this is 
your opportunity. 

This issue, we have a new feature. Over the 
next three weeks we will be bringing you 
student articles from second year 
microbiology students at the University of 
Technology Sydney. Three articles were 
awarded a prize from ASM and will be 
published in Syntrophy. Thanks to 
committee member Maurizio Labbate, 
who was the brains behind this initiative. 
The article this week (see page #4), looks 
at influenza pandemics, which is 
appropriate timing given that this year is 
100 years since the devastating Spanish Flu 
pandemic. On a related note, the Centre 
for Infectious Diseases and Microbiology - 
Public Health (CIDM-PH), Western Sydney 
LHD, and the Marie Bashir Institute for 
Infectious Diseases and Biosecurity, 
University of Sydney are presenting a 
Symposium to mark 1918 pandemic on 
Sept 14, which will be of interest to 
scientists, clinicians, researchers and public 
health professionals. 

Finally, mark down in your diaries the 23rd 
of October for our biennial Goldsworthy 
award and dinner evening. This is one of 
the major events in our calendar that 
celebrates Australian microbiologists and 
more announcements will follow. 
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For the next 3 issues of Syntrophy, 
we will publish winning articles 
produced by second year 
microbiology students (in the subject 
General Microbiology) from the 
University of Technology Sydney. 
Courtesy of the Australian Society for 
Microbiology NSW-ACT Branch, 
winning articles were given 
certificates and a $100 JB Hi-Fi 
voucher for their efforts. Students 
were asked to write a 2-page 
magazine-style article on a 
contemporary microbiology topic 
which in 2018 included influenza 
pandemics, gonorrhoea and, 
environmental pollution of antibiotics 
and antibiotic resistance genes. This 
assessment is designed to enhance 
students' communication of science 
to society. They were given 
journalistic freedom to identify an 
interesting angle of the topic and to 
write and present their article in a way 
that engages with a broad audience. 
 
In this issue of Syntrophy, on pages 
#4-6 we present the article written by 
the winner of the influenza topic. 
Congratulations to Lisa Guizon! 
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The major cause of morbidity and mortality in patients with cystic 
fibrosis (CF) is respiratory disease in which chronic airway infection 
plays a major role. Multiresistant bacteria, biofilm formation, and a 
changing spectrum of colonising pathogens in this condition 
necessitate novel treatment approaches.  

CF is caused by autosomal recessive mutations of the gene coding 
the CF transmembrane conductance regulator (CFTR) protein - an 
ion channel regulating sodium, chloride, bicarbonate and fluid 
movement at epithelial surfaces throughout the body.  Defective ion 
and water transport results in viscous airway secretions and a 
subsequent cycle of impaired mucociliary clearance, retained 
sputum, chronic inflammation, and chronic infection. Structural 
damage and dilatation of the airways perpetuates the cycle.  

CF-related lung disease manifests clinically as chronic cough, sputum 
production and recurrent pulmonary exacerbations, with declining 
lung function and quality of life over time. Computed-tomography 
(CT) chest scan often shows bronchiectasis (abnormal airway 
dilatation), thickened airway walls, and mucus plugging. 

Bacterial colonisation of the CF lung typically follows a chronology of 
early Haemophilus influenzae and Staphylococcus aureus, with 
Pseudomonas aeruginosa in later life, chronically infecting  ca. 70% of 
adults (1).  Bacterial adaptation and formation of impermeable 
biofilms during chronic lung infection in CF results in multidrug 
resistance. Novel treatment approaches are needed to address 
chronic airway infections in this population (2). 

Due to its high prevalence and well-recognised negative impact on 
lung function, exacerbation rates and survival in the CF population 
(1), P. aeruginosa has been the focus of much research activity to 
date. Our group under Drs Manos and Das recently demonstrated 
that the antioxidant reduced glutathione (GSH) in combination with 
DNase-I and ciprofloxacin, disrupted and reduced biofilm biomass by 
up to 90% in CF isolates of P. aeruginosa (AES-1R, AES-2, LESB58, 
and LES431). In addition, GSH also enhanced ciprofloxacin efficiency 
in killing P. aeruginosa, neutralised the effects of P. aeruginosa 
virulence factor pyocyanin and promoted A549 lung epithelial cell 
recovery and growth by reducing oxidative stress in vitro (2). 

Although P. aeruginosa is still the most common organism isolated 
from the sputa of adult patients with CF, its prevalence in the CF 
population is now decreasing (1, and Fig 1). Key emerging pathogens 
include the Gram-negative bacilli Stenotrophomonas maltophilia and 
Achromobacter spp (particularly A. xylosoxidans and A. rhulandii). In 
addition, the prevalence of methicillin-resistant S. aureus (MRSA) is 
increasing, predominantly in American CF centres (3).   The changing 
spectrum of pathogens in CF is likely multifactorial. Postulated 
mechanisms include: increased surveillance and early eradication of 
P. aeruginosa, improved microbial identification techniques, 
transmissibility of certain pathogens, selection pressure exerted by 
chronic antibiotic use, increasing prevalence of milder CF lung 
disease, and the survivor effect (3). 

Achromobacter and S. maltophilia are environmental organisms that 
are emerging as multidrug resistant opportunistic pathogens in 
vulnerable populations such as CF. A recent study conducted at a 
large Australian CF centre reported a prevalence of 5.8% and 7.8% 
respectively, in their adult cohort (1).  Both bacteria display biofilm 
growth patterns as well as widespread intrinsic and acquired 
antibiotic resistance however, virulence factors are not well 
described, particularly for Achromobacter (4, 5).  Infection with 
Achromobacter and/or S. maltophilia has been associated with 
increased risk of death and lung transplant (6).   

Defining pathogenicity traits and developing novel treatment 
approaches is important in view of the increasing prevalence of these 
multidrug resistant microbes in CF lung disease. In my current study, I 
am extending our previous work to investigate the pathogenicity 
traits of Achromobacter and S. maltophilia strains from CF patients. 
Furthermore, I will investigate the utility of antioxidant therapy to 
disrupt biofilm and increase isolate susceptibility to antibiotic in these 
resistant strains. 

 

Figure 1:  Bacterial prevalence in CF patients - US Cystic Fibrosis Foundation. Patient 
Registry Annual Data Report. 2016. N.B.- ‘S. aureus’ includes all non-MRSA strains. 

ABOUT THE AUTHOR 
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Hospital and a PhD candidate under the supervision of Prof. Warwick 
Britton, Dr Jim Manos and Dr T. Das in the Discipline of Infectious 
Diseases and Immunology, the Charles Perkins Centre, University of 
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INFLUENZA: Are We Prepared For 
the Next Flu Pandemic? 
	 It	has	been	100	years	since	the	devastating	1918	flu	pandemic,	and	we	are	still	susceptible.	
	

Figure	1.	A	3D	picture	of	the	influenza	virus	particle.	
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very	 year	 the	 likelihood	 of	 an	 influenza	 pandemic	
emerging	increases,	with	the	possibility	of	wiping	out	
a	great	part	of	the	population	if	we	are	not	prepared.	

The	influenza	virus	occurs	annually	and	you	may	think	the	
“flu”	 infection	 will	 eventually	 pass	 but	 what	 makes	
pandemics	so	deadly?	It	leads	to	significant	consequences	if	
a	 new	 strain	 of	 the	 influenza	 virus	 is	 spread	 through	 a	
worldwide	 scale.	 These	 consequences	 are	 revealed	 in	 the	
20th	 century	where	 three	main	 influenza	 pandemics	 have	
taken	place	in	1918,	1957	and	1968	which	claimed	millions	
of	lives	(Cox	and	Subbaro,	2000).	Much	recently,	the	2009	
flu	pandemic	also	known	as	the	swine	flu.		
	
As	 we	 are	 approaching	 the	 100th	 anniversary	 of	 the	
devastating	1918	 flu	pandemic	we	are	reminded	 that	 this	
virus	can	strike	at	any	time.	So,	it	has	us	wondering,	is	the	
world	 ready	 for	 the	 next	 flu	 pandemic?	 And	will	 it	 be	 as	
catastrophic	 as	 the	 past	 pandemics	 that	 have	 occurred?	
Scientists	 believe	 that	 the	 high	 mutation	 rate	 and	
worldwide	spread	of	 the	 flu	 leaves	 the	human	population	
susceptible	(Kumar	et	al.	2018).	Scientists	are	struggling	to	
keep	up	with	the	high	variation	of	strains	and	updating	the	
formulation	of	seasonal	vaccines.	Because	of	this,	there	is	an	
urgent	 need	 to	 develop	 solutions	 against	 the	 influenza	
virus,	 such	 as	 creating	 a	 universal	 influenza	 vaccine.	 It	 is	
important	 that	 we	 are	 aware	 of	 how	 public	 officials	 are	
preparing	for	the	next	flu	pandemic	that	could	occur.	
	

Seasonal flu vs. Pandemic flu. 
Firstly,	an	introduction	on	influenza.	The	influenza	virus,	a	
member	 of	 the	 Orthomyxoviridae	 family	 and	 order	
Mononegavirales	is	classified	into	three	genus	types	known	
as	 influenzavirus	 A,	 influenzavirus	 B	 and	 influenzavirus	 C.	
The	species	is	of	the	same	name,	influenza	A,	B	and	C	virus.	
It	causes	severe	respiratory	illness	that	is	highly	contagious.	
When	infected	symptoms	such	as	fever,	coughing	and	sore	
throat	can	occur.	It	can	be	transmitted	through	the	airborne	
spread	 of	 coughs	 or	 sneezes,	 or	 direct	 contact	 with	
contaminated	items.	Influenza	type	A	and	B	are	the	viruses	
that	 cause	 seasonal	 and	 pandemic	 outbreaks,	 while	
influenza	 type	 C	 viruses	 are	 less	 common	 and	 cause	 rare	
infection	to	humans	(Zambon,	1999).	The	current	influenza	
virus	 subtypes	 that	 are	 known	 to	 be	 circulating	 around	
humans	and	associated	to	cause	pandemics	are	the	H1N1,	
H2N2	and	H3N2	virus	(Cox	&	Subbarao,	2000).	
	
The	seasonal	flu	is	easy	to	foretell;	it	occurs	annually	and	if	
you	are	healthy	you	are	usually	not	a	risk.	Young	children,	
the	 elderly,	 ill	 individuals	 and	 pregnant	women	 are	most	
vulnerable.	 It	 occurs	 due	 to	 the	 high	 mutation	 nature	 of	
influenza	 which	 makes	 us	 incapable	 of	 sustaining	 an	

immune	response,	leading	to	seasonal	influenza	epidemics	
(Wright	 &	 Webster,	 2001).	 Whereas,	 type	 A	 influenza,	
responsible	 for	 flu	pandemics	 is	 far	more	virulent	and	all	
age	 groups	 can	 be	 at	 risk.	 Occurring	 at	 unpredictable	
intervals,	a	pandemic	flu	develops	from	an	introduction	of	a	
novel	 virus	 strain	 to	 a	 human	 population	 that	 is	 not	 yet	
immune	 to	 the	virus.	 If	 the	novel	 flu	virus	 is	 contagiously	
spread	 from	human	 to	human	 it	 can	 lead	 to	 a	worldwide	
pandemic	(Kumar	et	al.	2018).		
	
	

	

 
“The worst pandemic that we have 
ever had in history.” 
One	hundred	years	ago,	an	unknown	and	poorly	understood	
virus	 killed	 approximately	 50	 –	 100	 million	 people	
worldwide	(Johnson	&	Mueller,	2002),	which	is	more	lives	
taken	than	World	War	I.	Now	known	as	the	1918	Spanish	
influenza	 pandemic,	 caused	 by	 the	 H1N1	 strain	 of	 the	
influenza	A	virus,	it	was	recorded	to	be	the	worst	pandemic	
in	 history.	 Since	 then,	 other	 influenza	 pandemics	 have	
occurred	as	 summarised	 in	 the	 timeline	of	 figure	2,	along	
with	 their	 responsible	 flu	 strains.	 Combined	 these	
pandemics	have	claimed	millions	of	lives.	
	
Now,	 a	 century	 later	 scientists	 and	 public	 officials	 have	
made	 significant	 medical	 advancements	 to	 prevent,	 treat	
and	 prepare	 us	 for	 upcoming	 flu	 pandemics.	 With	 our	
advanced	 knowledge	 and	 resources,	 could	 something	 as	
devastating	repeat	itself?	As	the	influenza	virus	constantly	
evolves,	 experts	 remain	 concerned	 that	 we	 are	 still	 not	
prepared	 to	 effectively	 fight	 the	 next	 influenza	 pandemic	
(Kumar	et	al.	2018).	It	will	proceed	to	pose	a	critical	impact	
on	society	and	the	economy	if	no	major	developments	are	
found.		
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Influenza sweeps over the world. 
Influenza	A	is	known	to	have	a	vast	range	of	hosts,	allowing	
to	cross	infect	humans	and	cause	pandemics.	Studies	have	
shown	 that	 influenza	A’s	 natural	 reservoir	 hosts	 are	wild	
birds	 (Webster	 et	 al.	 1992)	 and	 humans.	 They	 have	 also	
been	found	in	a	diverse	range	of	zoonotic	sources	such	as,	
pigs	 and	 horses,	 where	 the	 infection	 can	 adapt	 easily	 to	
humans	 (Kumar	 et	 al.	 2018).	 High	 human	 population	
density	along	with	proximity	to	zoonotic	sources	increases	
the	 chances	 for	 easy	 cross	 species	 transmission	 and	 thus	
allows	 a	 novel	 flu	 virus	 to	 rise	 leading	 to	 pandemics	
(Krammer,	2015).		

The	significant	change	in	the	antigenic	makeup	of	the	virus	
results	 in	 all	 humans	 being	 susceptible,	 despite	 previous	
immunity.	This	usually	occurs	through	two	variations,	the	
antigenic	 drift	 and	 antigenic	 shift.	 The	 antigenic	 drift	 is	
when	an	individual	is	exposed	to	a	new	strain	of	the	virus,	
despite	receiving	a	vaccination	or	being	previously	infected.	
This	happens	due	to	the	genetic	variation	in	the	influenza	
virus,	 thus	 allowing	 the	 virus	 to	 escape	 immunity	 (Cox	&	
Subbarao,	 2000).	 On	 the	 other	 hand,	 antigenic	 shift	
develops	by	the	introduction	of	an	entirely	new	and	highly	
virulent	novel	flu	subtype	to	the	human	population	that	has	
no	pre-existing	 immunity	(Zambon,	1999).	This	can	occur	
when	 an	 influenza	 A	 virus	 is	 spread	 from	 an	 animal	
reservoir	to	humans	(Cox	&	Subbarao,	2000).		

We need a universal vaccination. 
Currently,	 vaccinations	 are	 the	 forefront	 in	 controlling	
influenza	viral	 infections	and	future	pandemics	(Kumar	et	
al.	2018).	But	why	do	we	have	to	get	vaccinated	yearly?	The	
frequent	mutation	 of	 the	 virus	 due	 to	 antigenic	 drift	 and	
shift	limits	the	efficacy	for	vaccinations	to	keep	us	immune	
for	 a	 long	 period	 (Krammer,	 2015).	 As	 a	 result,	 vaccine	
formulations	must	be	updated	annually	as	a	new	novel	flu	
strain	 emerges.	 This	 development	 can	 take	 months,	 and	
scientists	are	struggling	to	keep	up	with	new	strains	each	
year.	 So,	 you	 may	 be	 thinking,	 why	 bother	 with	 the	 flu	
vaccine?	 Although	 the	 vaccination	 does	 not	 effectively	
prevent	 individuals	 from	 catching	 the	 virus,	 it	 can	
potentially	prevent	serious	consequences	 like	a	pandemic	
and	reduce	the	severity	of	the	flu.		

The	 chances	 of	 a	 new	 influenza	
strain	being	able	to	quickly	bypass	
the	 most	 current	 of	 vaccine	
formulations	 is	 high.	 So,	 what	 can	
we	do	to	resolve	this?	It	is	clear	that	
these	 limitations	 call	 for	 the	
development	 of	 a	 universal	
influenza	 vaccine	 which	 will	 help	
boost	our	preparation	 for	 the	next	
flu	 pandemic.	 A	 vaccine	 that	 will	
effectively	 fight	 all	 influenza	
subtypes,	 and	 provide	 long-lasting	
immunity	that	will	reduce	the	need	
for	 immunisation	 annually.	
Unfortunately,	there	is	no	approved	
universal	 vaccine	 for	 use,	 however	

public	 officials	 are	 one	 step	 closer	 in	 developing	 several	
promising	universal	vaccine	successors	(Krammer,	2015).	

How public officials are planning for 
the next pandemic. 
Significant	 progress	 has	 been	made	 towards	 planning	 for	
the	next	flu	pandemic,	every	year	public	officials	update	the	
next	vaccination	based	on	the	current	strain	as	we	wait	for	
the	completion	of	a	universal	vaccine.	In	the	meantime,	it	is	
important	 and	 necessary	 to	 create	 other	 alternatives	 for	
combatting	 the	 virus.	 Along	 with	 the	 advancements	 in	
medicine	 and	 epidemiology,	 the	 implementation	 of	
preparedness	 plans,	 antiviral	 medication,	 isolation	
precautions	 and	 quarantine	 regulation	 are	 what	 public	
officials	agree	will	control	the	public	treat	of	the	virus.	

The	unpredictable	nature	of	the	influenza	virus	displays	a	
challenge	towards	pandemic	planning	and	research.	Public	
health	officials	have	been	 studying	past	pandemic	events,	
analysing	patterns	and	the	transmissibility	of	the	virus	so	to	
estimate	 and	 attempt	 to	 predict	 future	 flu	 outbreaks.	
Antiviral	 medication	 pose	 to	 be	 an	 another	 effective	 and	
prompt	treatment	that	can	reduce	the	concern	of	influenza.	
It	 is	a	readily	available	treatment	that	is	considered	when	
there	is	no	sufficient	vaccine	available.	However,	the	viruses	
overtime	 can	 develop	 resistance	 against	 these	 drugs	
(Kumar	et	al.	2018).	Ultimately,	the	world	can	only	count	on	
the	development	of	a	successful	universal	vaccine.	

The future of the influenza virus. 
Public	officials	across	 the	world	are	planning	 for	 the	next	
influenza	pandemic.	The	advancements	in	science	has	been	
promising	 effective	 approaches	 towards	 fighting	 a	 future	
influenza	pandemic.	The	current	attempts	 in	developing	a	
successful	 universal	 vaccine,	 antiviral	 medication	 and	
several	 therapeutic	 strategies,	 are	 methods	 that	 can	
enhance	 our	 pandemic	 preparedness.	 A	 future	 of	 a	
worldwide	 influenza	 pandemic	 developing	 is	 a	 likely	
occurrence,	 and	 if	 we	 do	 not	 ultimately	 find	 significant	
developments	that	we	will	aid	us	in	the	future	it	will	not	be	
a	question	of	if	the	pandemic	will	occur	but	when.	

Figure	2.		A	timeline	of	recorded	influenza	pandemics	since	1885	and	the	responsible	
influenza	strains.	
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seasonal	influenza	vaccination,	Eurosurveillance,	viewed	23	April	2018
<https://www.eurosurveillance.org/content/10.2807/ese.15.01.19458-en>



 

 

TGA expectations for compliance with requirements for microbiological quality  – 

Understanding the  PIC/S requirements 

A number of PIC/S and TGA guidelines are in place that specify the expectations regarding microbiological 

quality of medicines, and with the deadline for compliance with the new PIC/S guide looming, how close to 

being complaint are you? CAPSIG NSW, in collaboration with the TGA, will present a special seminar to 

assist you in your implementation of the guides and clarify some of the issues you may have encountered. 

Courtesy of the TGA, there will be two speakers from the TGA Inspection Section to provide an update on 

the implementation of the new PIC/S guide requirements, controls for data integrity in the microbiology 

laboratory, as well as detailed common TGA inspection findings relating to microbiological aspects of 

product quality. This is a great opportunity to hear directly from the inspectors the expectations from the 

regulatory authorities and for networking amongst fellow microbiologists. 

The TGA presenters will review and respond to questions that are submitted to CAPSIG NSW prior to this 

seminar. Please take the opportunity to submit questions (anonymously if preferred) when booking your 

place at this important event. (See last section on the registration form). 

Date:   Wednesday 12th September 2018 

Venue:  Main Auditorium (Heritage Room), Canterbury Hurlstone Park RSL 

20-26 Canterbury Rd, Hurlstone Park. 

PROGRAMME 

4:45 pm – 5:30 pm Registration  

5:30 pm – 5:40 pm Introduction: Georgina Hart CAPSIG NSW 

5:40 pm – 6:25 pm Mr. Matthew Davis: Senior Inspector, TGA “PIC/S Guide for GMP and Data 

Integrity relating to microbiological quality” 

6:25 pm – 7:10 pm Mr. Emmett Broderick: Principal Inspector, TGA “Common inspection 

deficiencies – microbiology laboratories and quality assurance” 

7:10 pm – 7:30 pm Question Time followed by Dinner 

Cost: $75.00 per person. Cheques payable to CAPSIG - NSW.  

 (CAPSIG is a non-profit group with annual turn-over less than the statutory limit 

and hence GST is not applicable) 

RSVP:   Monday 3th September 2018 

Bookings   Hilary Fong on 0416 239 868 

& Enquiries:   e-mail: hilary.fong@unsw.edu.au 

   Cheques and booking details to be sent to: 

 Ms. Melissa J BOURKE,  

 PO Box 432, Alexandria NSW 1435 

 e-mail: hilary.fong@unsw.edu.au   

 

This seminar is proudly sponsored by: 

          

CAPSIG  NSW 

(COSMETICS AND PHARMACEUTICAL SPECIAL INTEREST GROUP) 
ABN 20 932 313 797 

  

mailto:hilary.fong@unsw.edu.au
mailto:hilary.fong@unsw.edu.au


2018 September Seminar 2 TGA  2 

             BOOKING FORM  

Names(s): Company: Address: Email: Phone: 

     

     

     

     

     

     

     

     

 

TERMS  AND  CONDITIONS 

1. Prior booking and payment in full are essential for seminar attendance 

2. Payment must be made by the RSVP date of the seminar. 

3. Payment must be in cheque or direct deposit (make sure you include your company/ name in the 

transaction). 

4. All cheques must be made payable to CAPSIG NSW. 

5. Direct deposit details listed below. 

6. Cancellations must be made by the RSVP date, otherwise full cost of the seminar must be paid. 

7. CAPSIG NSW is a non-profit group with an annual turn-over less than the statutory limit and hence 

GST is not applicable or charged.  It is a Special Interest Group of the Australian Society for 

Microbiology Inc. 

8. If you require an invoice please email Hilary  at hilary.fong@unsw.edu.au   

BANKING DETAILS 

Account Name:   CAPSIG  NSW 

Account No.    043238414 

BSB:     112-879 

Bank:   St George 

YOUR QUESTION(S) FOR THE SPEAKERS 

Your Name / Organisation 

(Optional) 
 

Speaker: Matthew / Emmett / either  

(please circle) 

 

(please write your question clearly) 

Speaker: Matthew / Emmett / either  

(please circle) 

 

(please write your question clearly) 

Send extra page if you have more than 2 questions or insufficient space above 

mailto:hilary.fong@unsw.edu.au


 

CAPSIG  NSW 
COSMETICS AND PHARMACEUTICAL SPECIAL INTEREST GROUP 

ABN 20 932 313 797 

CAPSIG is a special interest group of the Australian Society for Microbiology 

 

CAPSIG (NSW) Appeal for Xmas Contributions 

 

For over 25 years the CAPSIG (NSW) Committee has worked tirelessly to lobby freebies 
from pharmaceutical companies to fill our show bags for the CAPSIG Christmas seminar 
event. In the past, the retail value of the showbags was estimated to be in excess of $60 
thanks to the support of our members and the generosity of their companies. 

For those members who have been coming to the annual meeting over many years, you 
may have noticed the showbags have suffered considerable weight loss in recent years. 
This is due to the number of major pharmaceutical companies moving their operations 
off-shore, as well as the retirement of some supporting members and associates. Last year, 
in particular, we lost at least 4 major sponsors. 

In the current climate, the total disappearance of showbags may become the reality; 
unless some of our ordinary members are able to help by lobbying their employers for 
product samples or promotional materials that would be suitable.  

Based on previous experience amongst the CAPSIG members, it’s a case of asking the 
right person in your company and being persistent. Contributing companies will be 
acknowledged at the CAPSIG seminar (unless requested not to) where we expect in excess 
of 150 industry members to be present. 

Please contact one of your friendly committee members by October/ November (before 
our 2018 CAPSIG (NSW) December meeting!) if you are able to help.  

We need your help to keep this annual tradition -  please engage with your 
generous employers so we can continue this great event, for each and every Xmas, 
into the future. 

 

The CAPSIG (NSW) Showbag Sub-Committee 

Hilary Fong – 0416 239 868 / hilary.fong@unsw.edu.au 

Melissa Bourke - melissa.bourke@biomerieux.com 

Anna Maria Musico – annamariamusico@gmail.com 

 

Yours sincerely 

CAPSIG NSW Committee 
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THE ASM NSW-ACT BRANCH 
58th ANNUAL GENERAL MEETING 

 

Wednesday 15th August 
Harpoon Harry’s 

40-44 Wentworth Ave, Surry Hills NSW 2010 
AGM: 6pm – 7pm 

Post-AGM Speaker from 7pm 

Cost: The AGM is free of charge 
Post-AGM Prestige Canapés: $15 members, $30 non-

members 
(includes drinks voucher) 

RSVP ESSENTIAL by August 8, 2018 
jim.manos@sydney.edu.au 

Preferred payment option is EFT 
Bank: G&C Mutual Bank 

BSB: 659 000 
Account number: 671774 

Account name: Aust. Soc. for Microbiol. NSW Branch 
 
 
 
 
 
 
 

 
 
 

 
Post-AGM Speaker: Dr Jeremy Barr 

Monash University, School of Biological Sciences 

“Tripartite symbioses: Bacteriophage-bacteria-epithelial interactions” 

Abstract: The human body is colonised by a diverse collective of microorganisms, including 
bacteria, fungi, protozoa and viruses, with the largest microbial community found within the gut. 
It is well established that our gut microbial flora has co-evolved with us, forming ‘symbiotic 
relationships’ with our bodies that are largely responsible for our overall wellbeing. These gut-
microbe symbioses impart additional beneficial functions associated with nutrient metabolism, 
regulation of our immune system and protection against pathogens. The smallest entity of our 
microbiome are the bacterial viruses. Bacteriophages, or phages for short, exert significant 
selective pressure on their bacterial hosts, undoubtedly influencing the human microbiome and 
its impact on our health and well-being. Phages colonise all niches of the body, including the 
skin, oral cavity, lungs, gut, and urinary tract. As such our bodies are frequently and 
continuously exposed to diverse collections of phages. Despite the prevalence of phages 
throughout our bodies, the extent of their interactions with human cells, organs, and immune 
system is still largely unknown. Phages physically interact with our mucosal surfaces, are 
capable of bypassing and entering epithelial cell layers, disseminate throughout the body and 
may manipulate our immune system. Here, I will discuss our lab's research investigating the 
diverse ways in which phages interact and influence the human body and propose a novel 
concept of tripartite symbioses between phages, their bacterial hosts, and the human gut 
epithelium. 

 

 



SYNTROPHY VOLUME 19 | Issue 2018:6 11 

 

 

The ASM NSW-ACT Branch now has 
a YouTube channel 

 

We will use this channel to live stream events and 
science talks. Our first streaming event will be our 

Post-AGM speaker, Dr Jeremy Barr. 

Go to our YouTube channel on  

Wednesday 15th August at 7pm 

The video will not be stored and will be available exclusively 
in real time. 

To view the stream, simply navigate to our YouTube channel 
and make sure you subscribe so you don’t miss out on any 

events: 

ASM NSW branch  (click this) 

(photograph this) → 

(type this)  

https://bit.ly/2vNlHJC  

 

 

 

 

Post-AGM Speaker: Dr Jeremy Barr 

Monash University, School of Biological Sciences 

“Tripartite symbioses: Bacteriophage-bacteria-epithelial interactions” 

 

 

 

https://www.youtube.com/channel/UC2YgWh9b0MfowiethfwZKuw/featured
https://bit.ly/2vNlHJC
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THE ASM NSW-ACT BRANCH COMMITTEE 
NOMINATION FORM 

 
 
 
 

It's that time of the year again when we begin to prepare for the ASM NSW-ACT Branch Annual General 
Meeting. Nominations are required for the Chairperson Elect, the Treasurer (applicant must have previously 

served 12 months on the Committee for these executive positions) and Committee members.  
If you feel there is more you want to do for microbiology in NSW, now is a good time to fill in the Nomination 

form and become part of an energetic and motivated Committee. 
Don't hesitate - actions speak louder than words! 

 
Please send all nominations to the Branch Secretary Tim Newsome: 

EMAIL: tim.newsome@sydney.edu.au 
 

Please note that all nominations must be in writing. 
Nominations WILL NOT be taken from the floor on the night of the meeting. 

Only ASM members may nominate and be nominated. 
 

We, the undersigned, wish to nominate: 
 

Print Name………………………………………………………………… 
 

For the position of (please tick) 

  Chairperson-Elect (1-year term & Chair 2-year term & Chair Past 1-year term) 
  Treasurer (2-year term) 

 Committee member (1-year term) 
 

Proposer: 

Print Name………………………………………… 

Signature…………………………………………... 
 

Seconder: 

Print Name………………………………………… 

Signature…………………………………………... 
 

I accept this nomination: 

Print Name………………………………………… 

Signature…………………………………………... 

Phone………………………………………………. 

Email………………………………………………. 
Date:        /          /2018 

 

mailto:tim.newsome@sydney.edu.au
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ASM CONTACT DETAILS 
ASM NSW-ACT State Branch 

E. branch@asmnsw.com.au 

ASM NSW-ACT Branch Chair 
Mitchell Brown 
T. +61 2 9845 6255 
E. mitchell.brown@swahs.health.nsw.gov.au 

ASM NSW-ACT Branch Secretary 
Tim Newsome 
T. +61 2 9351 2907 
E. tim.newsome@sydney.edu.au 

ASM NSW-ACT Branch Treasurer 
Jim Manos 
T. +61 2 9351 8942 
E. jim.manos@sydney.edu.au 

ASM National Office 
PO Box 375 
South Melbourne VIC 3205 
AUSTRALIA 

T. 1300 656 423 
F. 1300 655 841 
E. admin@theasm.com.au  

 

 

National ASM 
www.theasm.org.au 

 

ASM NSW-ACT Branch 
www.asmnsw.com.au 

Syntrophy is distributed via email to ASM Members located in NSW-ACT using details included on the 
ASM National Office database. Not yet a member? Join today: www.theasm.org.au/membership  

Submissions and enquiries can be directed to the Syntrophy Coordinator, Susan Badman at 
syntrophy@asmnsw.com.au  

Organisations with research opportunities or companies seeking to fill positions are welcome to place 
an advertisement in an upcoming issue of Syntrophy. Please contact the Syntrophy Coordinator with 
your details for inclusion. 

Organisations interested in becoming a sponsor of ASM NSW-ACT Branch should contact the 
Sponsorship Coordinator, Bobby Dimitrijovski to obtain a copy of the current sponsorship prospectus: 
sponsorship@asmnsw.com.au.   

 

mailto:branch@asmnsw.com.au
mailto:mitchell.brown@swahs.health.nsw.gov.au
mailto:tim.newsome@sydney.edu.au
mailto:admin@theasm.com.au
http://www.theasm.org.au/
http://www.asmnsw.com.au/
http://www.theasm.org.au/membership
mailto:syntrophy@asmnsw.com.au
mailto:sponsorship@asmnsw.com.au
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